Mini-symposia 1 
Systems modeling

Chair: 


R.P. Mondaini [COPPE-UFRJ, RJ]

“Modeling metabolic networks”

 J.C. Mombach [Unisinos, RS]

“Modelling Immune Responses”

 Rita M. Zorzenon dos Santos [UFPE, PE]

“XXXXXXXX”

 Eberhard O. Voit [MUSC, USA]

Mini-symposia 2 
Pattern Recognition

Chair: 


Heitor S. Lopes [UFSC, SC]

“Classification and Error Estimation using Microarray Data”

 Ulisses Braga-Neto [Fiocruz, PE]

“A mechanistic view of proteins and their sequences”

 Michael Gribskov [SDSC, USA]

“Scale independent representation by iterative maps for pattern recognition in biological sequences”
 Jonas S. Almeida [MUSC, USA]

Mini-symposia 3 
Proteomics
Chair: 


Marcelo Valle de Sousa [UNB, DF]

“How bioinformactics can help proteomics”

 Wagner Fontes [UNB, DF]
“XXXXXXXX”

 Gilberto B. Domont [UFRJ, RJ]
“Proteomics: why, how and when”
 Peter Roepstorff [USD, Denmark]

Mini-symposia 4 
Genes and Disease

Chair: 


Anamaria A. Camargo [LICR, SP]

"The use of gene regulation pathways in the understanding of genetic diseases"

 M. Rita Passos-Bueno [USP, SP]

“Search for novel imprinted genes using SAGE and MPSS allele-specific tags”
 Sandro J. de Souza [LICR, SP]
"Vaccine candidates against leptospirosis through genome-based analysis"

 Ana Lucia T.O. Nascimento [Instituto Butantan, SP]
"The pathogenesis of ratoon stunting disease of sugarcane: insights from the genome sequence

 analysis of its causal agent Leifsonia xyli subsp xyli“

 Luis E.A. Camargo [ESALQ, SP]

Mini-symposia 5 
Structural Biology

Chair: 


Igor Polikarpov [USP-SC, SP]

“XXXXXXXX”

 Ronaldo A.P. Nagem [UFMG, MG]

“Molecular Dynamics of Ligand Binding and Release from Hormone Nuclear Receptors”

 Munir S. Skaf [UNICAMP, SP]

“XXXXXXXX”

R. Ranganathan [Univ. Texas, USA]

Mini-symposia 6 
Databases and Tools

Chair: 


D. Natale [Georgetown University, USA]

“Sharing Knowledge with Gene Ontology Annotation (GOA)”

 Evelyn Camon [EBI, UK]

“Databases and tools in evolutionary genomics”
 Cláudia A.M. Russo [UFRJ, RJ]

“Interoperability of Databases and Tools in Bioinformatics”

 João C. Setúbal [VBI, USA]

