· Em vermelho a região de boa qualidade (-trim_alt em valor de Phred 15) e, sublinhado, a região que apresenta homologia detectada com BLASTn

· As seqüências de vetor não foram retiradas para que se aprecie o comportamento de basecall (pode-se ver a série de Ts que representa o Poli A)
>A09.abd    776     28    533

gtgggataaggcaggaatccttgctggcGAGGAATTTTTTTTTTTTTTTT

TTTATCCAAAAATTTATTAGTTAACTGAATATGTTCAAATTACTTTTTCT

TGCaACCTTGCGGCGGATTGGTAACTTTAGCAGCACTTTCTTTCTTGgtG

ACAGATTTGACGACACCGACAGCCACTggtTggtTCATATCTCGAACGGC

AAAGCGACCGAGTGGTGGGTATTGCTGGAATGTCTCTAAACATAAGGGCT

TATTTGGCACGAGTAATATGTTAGCTGCATCGCCATTTTTAATGCACTtT

GGGTTGTCTTCAGTCTTCTTCCCCGAACGTCGATCAAGCTTCTCCGTTAT

TTCACTAAATTTGCAAGCAATGTGTGCAGTGTGACAATCAAGGACTGGAG

AATAGCCATTCTTGATCTCACCTGGATGGTTCATGACAATTACTTGTGCC

ATGAAGCTTTCAGCTTCTTTAGGAGGATCGTTTTTAGAATCCCCTGCAAC

GTTACCACGGTGGATTTCACTGACTGCGACGTTCTTAACGTTGAATCCAA

CGttGCTACCAgggagagcctcagtaagtgcttcatgatgcatttcgaca

gaattgacttcagtcgacaaaccttgcggagcaaaagtgacgaccatacc

aggcttgatgataccagtttcaacgcctcggggccaggctggcgtgaaca

gggcctagcgggtccgcgggggaagggtcccggctcaatccaccaataga

gcggagctaaagtgacgggggcgcca

BLASTn 54-676 Schistosoma mansoni

Neste caso o valor de -trim_alt pode ser menor.

>A02.abd    954     31    620

gggtgtaaaagggcaggaatccntgtcgttcGCAGGAATTTTTTTTTTTT

TTTTTTTTCTTTGAGAATAAATTTAATCATCAAGAAAATGTAAAACTAAT

GAACAattctgTGAAAAACAAAATCATAATCATTTAGACAAGAGTGTTTT

GAACGTTATATATGAAAGAGGAAAACAAAAGGAGATAAATATAAATATAT

AAAATGTACAGTTATGAAGTTAAATTAGAAGCATTTACGATGTACAATAG

CTGGACCCGATTCATCATATTCTTgttTGGTTATCCACATCTGATTGAAT

GTCGACAATGAAGCTAATATAGAACCACCAATCCATACAGAATATTTACG

TTCAGGTGGTGCTACAATTTTAATTTTCATTGTTGTTGGAGCAAGATTAC

AAATTTCTTTTTGCATACGATCTGAAATACCAGggAACATAGTAGAACCA

CCAGATAGAACAATATTTGAATAAAGATCTTTACGAATATCAACATCACA

TTTCATAATTGAACTGTAAGTTGTTTCATGAATACCGGAACATTCCATAC

CTAAGAAACTTGGTTGTAACATTGCTTCAGGACATCGGAAACGTTCATTA

CCAAttGtaaTCACTTGaccATCaggTAATTCATAGCttttCTCAAGAGA

Tgaactatgtgaagccacactcatttcttgatcgacgttcaaaggcaatt

acacagttcccttggatgtccgaacaattcacgttcgcagtagtggtaaa

gatgaccggtccagtatacttccagaaatacggatcagaacacacatcac

aagacagcgtgtggggacaccccaaggagagatacacatcgcgactaaac

ggacaacgcataaggacactagggtgacggtcntcttgtgtgttgtgctg

cgctatgtcnnnnncngagcaacacacacgaaacacaccaacacacaaca

cacg

BLASTn 252-635 Dyctiostelium

O valor de -trim_alt parece apropriado, todavia a sequência não é de Schistosoma mansoni. Seria mesmo melhor analisar pUC.

>A03.abd    483     17    460

acggcaggaatcctgtcGGCGCAGGAATTTTTTTTTTTTTTTTTTAATCT

GAATATAAAACTTTTATTTGAAGTATTAGTATACATTTGTAATGACTTGA

TTAACTCTAAATAACATTGTTTGATGATGTTCAAAGATTGTGTTATTAGT

TAATTCGACCGGCTGTTACCTCGGATTCAATGGAACACTCATCACGACCA

CGCACTATTCTGAAATATCCATTTTCACCCCAATCTTCATTCCACGAATT

CGCAATCAACCAATAAGGAGTCttgtTTTCCACACCCCATCCGATAATAC

GTATAGCGTGCCCACCAAGTGTTTCTCCAGTAATATGTTTATAGATTCCA

GATTTGTAATTTAGAAAATCTTCATAAACGGTGAAGCCTgCTTCTACTGG

TCCGTATTTCATGATTTCTTTTTGAATAGCCTTTTCATCATTTTTAACAT

TGTAGGATGATTTACCTCGATGCTTGTctaggg

BLASTn 57 - 479 Schistosoma mansoni

Parece apropriado, todavia a sequência termina em valor alto de Phred

>B03.abd    572      2    568

ggACGGCAGTGAattccCttgcGGCGCAGGAATTTTTTTTTTTTTTTTTT

TTTGgtaAATATATGCATTTATTgttAATAGCTAAGAttATCTTTCTTTT

AACAAAAACACCTATTCTGGTTTCTTATTTCAGGCtTGAAAAGAAATGAA

ATAAAGATGTAAATTATCAGAGAGAAATAAAGAAAAAAAGAGGTTGGAGG

TAAGATTAGGTTGGGCAAATTTATTAATTCATATTCTTGATAATAATAAT

AAATAAATGAACTtGGTTTgttGTTGATGTCATGTATAGGACTAGTAAGA

TAAATGGGTGACTAGATAATTCAGTACAGAAATATCCTCATAATAATAAT

AATAATAAGAGTAATAGACATGACAAGAATATAATTAATTGGATAAGCAA

TTTCAGTAAATAGTTTTAGAAGCATTTACGGTGAACAATACCCGGACCAG

ATTCATCATATTCTTGTTtGGAAATCCACATCTGTTGGAATGTAGACAAT

GACGCCAAAATAGAACCACCAATCCAAACGGAATATTTACGCTCAGGTGG

AGCAACTATCTTGATCTTCAtt
BLASTn 54 - 572 Schistosoma mansoni

Ídem anterior, termina em valor alto de Phred.

>A10.abd    858     28    624

ttgacagaggcaggatcctgtcggcgcaGGAATTTTTTTTTTTTTTTTTT

GAGAATAAATTTaaTCATCAAGAAAATGTAAAACTAATganacAATTTGT

GAAAAACAAAATCATAATCATTTAGACAAGAGTGTTTTGAACGTTATATA

TGAAAGAGGAAAACAAAAGGAGATAAATATAAATATATAAAATGTACAGT

TATGAAGTTAAATTAGAAGCATTTACGATGTACAATAGCTGGACCCGATT

CATCATATTCTTgTTTGGTTATCCACATCTGATTGAATGTCGACAATGAA

GCTAATATAGAACCACCAATCCATACAGAATATTTACGTTCAGGTGGTGC

TACAATTTTAATTTTCATTGTTGTTGGAGCAAGATTACAAATTTCTTTTT

GCATACGATCTGAAATACCAGGGAACATAGTAGAACCACCAGATAGAACA

ATATTTGAATAAAGATCTTTACGAATATCAACATCACATTTCATAATTGA

ACTGTAAGTTGTTTCATGAATACCGGAACATTCCATACCTAAGAAACTTG

GTTGTAACATTGCTTCAGGACATCGGAAACGTTCATTACCAATGGTAATC

ACttgacCATCAGGTAATTCATAGCTTTTCTCAAGAGATGAACTATGTGa

aGcagtactccattcttgatcgaagtcacagcacataaccaggtttcctg

atgcccgacatttccgttcgcangtgtgtaagatgaccgtccgtaaattc

taaagaagggaccgcagcacgcgagcagagcggtgggggagcacctcaaa

aagaggggacccggcgcatggggagggaacaagaggaagggggggaggct

gtaagcgc

BLASTn 240 - 623 Dyctiostelium

Parece apropriado, todavia a sequência não é de Schistosoma mansoni.

>A04.abd    652     21    574  ABI

ggacggcagtgaatcccttgcGGCCGCAGGAATTTTTTTTTTTTTTTTTT

TTTaCtggGACCAACATTTTATTACAACACAACTATTCAGCAGCGGCTAT

TTCTTTTTTGAGCTGAGAGAGATAGTGAGCCTTCTTCTGTCGGACACGTT

CCTTTCTTTGTTTGGAAGACAATTTTCTGCGATTAAATCTCTTCGGTTGG

ACGTCTCttgCTTCTTTGGTTATATGCGAGGGGTCTGCTCGAATTGCTGC

ATGAGCTGAGAGGTACATTGTCTCAATTTTATCAGCAGTGATCCCATGTT

TTATGTATCCACTAAACTGACGCTGATAATCAGTTTCGCTTTCCTCTTGA

AGTTGTTTCATATACTCGGCGACATGATGACCTAGTATACGGGCTCGATG

AACCTCAGCAtTgTACTCTTTAGACTCCTGGTTGTAACCCGGGAATCTAC

TAGGTGAGTAAGGTATGTCTAGACCACCATCTACGgccCCTTTAAGAGCT

CCGAAAATgttgGCACCCGATGAAGTCCttgcaaGACCAATGTCAAGATG

ACACCTGAAAGCAGACTTTTCCCCGTCaACAGATTCTACATGATAttctt

ggccatcaactttctcagctccagcataagggccatcaaagctagtgctt

aa

BLASTn não detectou homologia BLASTx 92-637 Bombyx
Mesmo a sequência não sendo de Schistosoma, vê-se que o valor de 
-trim_alt pode ser diminuído.

